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One of the major advances that happened in the last decade has been the availability of fast, efficient
and cost-effective DNA sequencing which has seen tremendous applications in healthcare and
research. This has been largely possible with the advent of newer sequencing approaches which offer
a higher throughput, lower cost and faster turnaround times, and appropriate computational tools to
enable the handling, processing and mining of information from them. On one end, this technology
enables to elucidate the genomes of individuals and how genomic variations could influence the life
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